SEQUENCE LISTING 



<110> Coyle, Anthony J. 

Fraser, Christopher C. 
Manning, Stephen 

<120> B7-H2 Molecules, Novel Members of the B7 
Family and Uses Thereof 

<130> 35800/236924 

<140> 09/910,174 
<141> 2001-07-20 

<150> US 09/620,461 
<151> 2000-07-20 

<160> 32 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2229 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (78) . . . (896) 

<221> mise_feature 
<222> (1) . . . (2229) 
<223> B7-H2 Long 

<221> misc^feature 
<222> 2226 

<223> n = A,T,C or G 
<400> 1 

tagggagtcg acccacgcgt ccgcttttgc atctttactt gtggagctgt ggcaagtcct 60 
catatcaaat acagaac atg ate ttc etc ctg eta atg ttg age ctg gaa 110 

Met lie Phe Leu Leu Leu Met Leu Ser Leu Glu 
1 5 10 

ttg cag ctt cac cag ata gca get tta ttc aca gtg aca gtc cct aag 158 
Leu Gin Leu His Gin lie Ala Ala Leu Phe Thr Val Thr Val Pro Lys 
15 20 25 

gaa ctg tac ata ata gag cat ggc age aat gtg ace ctg gaa tgc aac 206 
Glu Leu Tyr lie lie Glu His Gly Ser Asn Val Thr Leu Glu Cys Asn 
30 35 40 

ttt gac act gga agt cat gtg aac ctt gga gca ata aca gee agt ttg 254 
Phe Asp Thr Gly Ser His Val Asn Leu Gly Ala He Thr Ala Ser Leu 
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45 50 55 

caa aag gtg gaa aat gat aca tec cca cac cgt gaa aga gec act ttg 302 
Gin Lys Val Glu Asn Asp Thr Ser Pro His Arg Glu Arg Ala Thr Leu 
60 65 70 75 

ctg gag gag cag ctg ccc eta ggg aag gec teg ttc cac ata cct caa 35 0 
Leu Glu Glu Gin Leu Pro Leu Gly Lys Ala Ser Phe His lie Pro Gin 
80 85 90 

gtc caa gtg agg gac gaa gga cag tac caa tgc ata ate ate tat ggg 3 98 
Val Gin Val Arg Asp Glu Gly Gin Tyr Gin Cys lie lie lie Tyr Gly 
95 100 105 

gtc gee tgg gac tac aag tac ctg act ctg aaa gtc aaa get tec tac 44 6 
Val Ala Trp Asp Tyr Lys Tyr Leu Thr Leu Lys Val Lys Ala Ser Tyr 
110 115 120 

agg aaa ata aac act cac ate eta aag gtt cca gaa aca gat gag gta 494 
Arg Lys lie Asn Thr His lie Leu Lys Val Pro Glu Thr Asp Glu Val 
125 130 135 

gag etc ace tgc cag get aca ggt tat cct ctg gca gaa gta tec tgg 542 
Glu Leu Thr Cys Gin Ala Thr Gly Tyr Pro Leu Ala Glu Val Ser Trp 
140 145 150 155 

cca aac gtc age gtt cct gee aac ace age cac tec agg ace cct gaa 590 
Pro Asn Val Ser Val Pro Ala Asn Thr Ser His Ser Arg Thr Pro Glu 
160 165 170 

ggc etc tac cag gtc ace agt gtt ctg cgc eta aag cca ccc cct ggc 63 8 
Gly Leu Tyr Gin Val Thr Ser Val Leu Arg Leu Lys Pro Pro Pro Gly 
175 180 185 

aga aac ttc age tgt gtg ttc tgg aat act cac gtg agg gaa ctt act 686 
Arg Asn Phe Ser Cys Val Phe Trp Asn Thr His Val Arg Glu Leu Thr 
190 195 200 

ttg gee age att gac ctt caa agt cag atg gaa ccc agg ace cat cca 734 
Leu Ala Ser lie Asp Leu Gin Ser Gin Met Glu Pro Arg Thr His Pro 
205 210 215 

act tgg ctg ctt cac att ttc ate ccc tec tgc ate att get ttc att 782 
Thr Trp Leu Leu His lie Phe lie Pro Ser Cys lie lie Ala Phe lie 
220 225 230 235 

ttc ata gee aca gtg ata gec eta aga aaa caa etc tgt caa aag ctg 83 0 
Phe lie Ala Thr Val He Ala Leu Arg Lys Gin Leu Cys Gin Lys Leu 
240 245 250 

tat tct tea aaa gac aca aca aaa aga cct gtc ace aca aca aag agg 87 8 
Tyr Ser Ser Lys Asp Thr Thr Lys Arg Pro Val Thr Thr Thr Lys Arg 
255 260 265 

gaa gtg aac agt get ate tgaacctgtg gtcttgggag ccagggtgac 926 
Glu Val Asn Ser Ala He 
270 
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ctgatatgac 
ttgccatttg 
acaagactag 
ggagcctatg 
gacccacaga 
tcccctcaag 
gaaacagatg 
gaggctattg 
catgttttat 
gcatttaaat 
aggtctaagt 
tttttttgaa 
tagaaatcaa 
atttcagata 
aatatgactt 
ctaagtagtc 
atgtgtggag 
tttatactgg 
cattagctag 
aatttggggc 
cagtttctca 
ttcttcaaaa 



atctaaagaa 
cacttttcaa 
ccaacacctg 
gctttaagca 
attccttcag 
ttttctaagt 
ggttgccaat 
agactatgag 
ggattactgg 
atacactaag 
cacaaagcat 
cgacatcttt 
ttatatacag 
agtagctaaa 
taaatttgac 
aaggcctttg 
cagaagggta 
agccatgaag 
tataacagac 
ttatgagaat 
attctcatgt 
aaaaaaaaaa 



gcttctggac 
atgcctttgg 
gccatgaaac 
agcactactg 
gatccttctt 
gatttccaaa 
agagttattt 
ctcacagaca 
aatcttgata 
tgcacaaatt 
ttgttttaac 
cctttaaaaa 
tcaaaaatat 
atggccaaag 
ttttcagtgc 
ataattggca 
actcggctac 
ctcagagcat 
ttacataggt 
gaaagggtgt 
aaatcagaga 
aaaaaaaaaa 



tctgaacaag 
atgacccagc 
ttgccccttc 
cactttacag 
gctgccagac 
agcagaggtg 
tttatctata 
gggcttcgca 
gcataatgaa 
gtggagtaaa 
ctgtaatggc 
ttattggttt 
ttgatatgct 
ccccaaacta 
ctcagtttgc 
ctatggaaat 
agtaacagct 
tagctgaccc 
gggcctaaag 
gaaattgact 
atgcctttaa 
aaaaaggggn 



aattcggtgg 
actttaatct 
actgatctgg 
aattacccca 
tgaaagcaaa 
tgtggaaatt 
gcttcctctg 
caaactcaaa 
gttgttctaa 
gtcatcaagc 
accatgttta 
ctttttattt 
catacgttgt 
agcctccttt 
acatctgtaa 
cctgcaagat 
taattttgtt 
ttgaactatt 
caagctcctt 
aacagacaaa 
agaataaaac 
ggc 



cctgcagagc 
gaaacctgca 
actcacctct 
ctggatcctg 
aggaattatt 
tccagtaaca 
ggtactagaa 
tcataattga 
ttaacagaga 
tctgtttttg 
atggtggttt 
gtttttacct 
atctgcagca 
tctggccctc 
tacagcaatg 
cccactacat 
aaatttgttc 
caaatgggca 
aactgagcaa 
tcatacatct 
tcaattgtta 



986 

1046 

1106 

1166 

1226 

1286 

1346 

1406 

1466 

1526 

1586 

1646 

1706 

1766 

1826 

1886 

1946 

2006 

2066 

2126 

2186 

2229 



<210> 2 

<211> 273 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met lie Phe Leu Leu 

1 5 
lie Ala Ala Leu Phe 
20 

Glu His Gly Ser Asn 
35 

His Val Asn Leu Gly 
50 

Asp Thr Ser Pro His 
65 

Pro Leu Gly Lys Ala 
85 

Glu Gly Gin Tyr Gin 
100 

Lys Tyr Leu Thr Leu 
115 

His lie Leu Lys Val 
130 

Ala Thr Gly Tyr Pro 
145 

Pro Ala Asn Thr Ser 
165 

Thr Ser Val Leu Arg 
180 

Val Phe Trp Asn Thr 
195 

Leu Gin Ser Gin Met 



Leu Met Leu Ser 
Thr Val 
Val Thr 



Ala lie 

55 
Arg Glu 
70 

Ser Phe 

Cys lie 

Lys Val 

Pro Glu 
135 
Leu Ala 
150 

His Ser 
Leu Lys 
His Val 
Glu Pro 



Thr Val 

25 
Leu Glu 
40 

Thr Ala 



Arg Ala 

His lie 

lie lie 
105 
Lys Ala 
120 

Thr Asp 

Glu Val 

Arg Thr 

Pro Pro 
185 
Arg Glu 
200 

Arg Thr 



Leu 

10 

Pro 

Cys 

Ser 

Thr 

Pro 

90 

Tyr 

Ser 

Glu 

Ser 

Pro 
170 
Pro 

Leu 

His 



Glu Leu Gin Leu 
Lys Glu 
Asn Phe 



Leu Gin 
60 

Leu Leu 
75 

Gin Val 

Gly Val 

Tyr Arg 

Val Glu 
140 
Trp Pro 
155 

Glu Gly 
Gly Arg 
Thr Leu 
Pro Thr 



Leu Tyr 
30 

Asp Thr 
45 

Lys Val 



Glu Glu 

Gin Val 

Ala Trp 
110 
Lys lie 
125 

Leu Thr 

Asn Val 

Leu Tyr 

Asn Phe 
190 
Ala Ser 
205 

Trp Leu 



His Gin 
15 

He He 

Gly Ser 

Glu Asn 

Gin Leu 
80 

Arg Asp 
95 

Asp Tyr 

Asn Thr 

Cys Gin 

Ser Val 
160 
Gin Val 
175 

Ser Cys 
He Asp 
Leu His 
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210 215 220 

lie Phe lie Pro Ser Cys lie lie Ala Phe He Phe He Ala Thr Val 
225 230 235 240 

He Ala Leu Arg Lys Gin Leu Cys Gin Lys Leu Tyr Ser Ser Lys Asp 

245 250 255 

Thr Thr Lys Arg Pro Val Thr Thr Thr Lys Arg Glu Val Asn Ser Ala 
260 265 270 

He 



<210> 3 

<211> 1975 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (70) . . . (618) 

<221> misc_f eature 
<222> (1) . . . (1975) 
<223> B7-H2 Short 

<400> 3 

atagggagtc gacccacgcg tccgctttac ttgtggagct gtggcaagtc ctcatatcaa 60 
atacagaac atg ate ttc etc ctg eta atg ttg age ctg gaa ttg cag ctt 111 
Met He Phe Leu Leu Leu Met Leu Ser Leu Glu Leu Gin Leu 
15 10 



cac cag ata gca get tta ttc aca gtg aca gtc cct aag gaa ctg tac 159 
His Gin He Ala Ala Leu Phe Thr Val Thr Val Pro Lys Glu Leu Tyr 
15 20 25 30 

ata ata gag cat ggc age aat gtg ace ctg gaa tgc aac ttt gac act 207 
He He Glu His Gly Ser Asn Val Thr Leu Glu Cys Asn Phe Asp Thr 
35 40 45 

gga agt cat gtg aac ctt gga gca ata aca gee agt ttg caa aag gtg 255 
Gly Ser His Val Asn Leu Gly Ala He Thr Ala Ser Leu Gin Lys Val 
50 55 60 

gaa aat gat aca tec cca cac cgt gaa aga gee act ttg ctg gag gag 303 
Glu Asn Asp Thr Ser Pro His Arg Glu Arg Ala Thr Leu Leu Glu Glu 
65 70 75 

cag ctg ccc eta ggg aag gee teg ttc cac ata cct caa gtc caa gtg 351 
Gin Leu Pro Leu Gly Lys Ala Ser Phe His He Pro Gin Val Gin Val 
80 85 90 

agg gac gaa gga cag tac caa tgc ata ate ate tat ggg gtc gee tgg 3 99 
Arg Asp Glu Gly Gin Tyr Gin Cys He He He Tyr Gly Val Ala Trp 
95 100 105 110 

gac tac aag tac ctg act ctg aaa gtc aaa ggt cag atg gaa ccc agg 447 
Asp Tyr Lys Tyr Leu Thr Leu Lys Val Lys Gly Gin Met Glu Pro Arg 
115 120 125 
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acc cat cca act tgg ctg ctt cac att ttc ate ccc tec tgc ate att 
Thr His Pro Thr Trp Leu Leu His lie Phe lie Pro Ser Cys lie lie 
130 135 140 



495 



get ttc att ttc ata gee aca gtg ata gee eta aga aaa caa etc tgt 
Ala Phe lie Phe lie Ala Thr Val lie Ala Leu Arg Lys Gin Leu Cys 
145 150 155 



543 



caa aag ctg tat tct tea aaa gac aca aca aaa aga cct gtc acc aca 
Gin Lys Leu Tyr Ser Ser Lys Asp Thr Thr Lys Arg Pro Val Thr Thr 
160 165 170 



591 



aca aag agg gaa gtg aac agt get ate tgaacctgtg gtcttgggag 
Thr Lys Arg Glu Val Asn Ser Ala lie 
175 180 



638 



ccagggtgac 
cctgcagagc 
gaaacctgea 
actcacctct 
ctggatcctg 
aggaattatt 
tccagtaaca 
ggtactagaa 
tcataattga 
ttaacagaga 
tctgtttttg 
atggtggttt 
gtttttacct 
atetgeagea 
tctggccctc 
tacagcaatg 
cccactacat 
aaatttgttc 
caaatgggca 
aactgagcaa 
tcatacatct 
tcaattgtta 
gtctagagaa 



ctgatatgac 
ttgccatttg 
acaagactag 
ggagcctatg 
gacccacaga 
tcccctcaag 
gaaacagatg 
gaggctattg 
catgttttat 
gcatttaaat 
aggtctaagt 
tttttttgaa 
tagaaatcaa 
atttcagata 
aatatgactt 
ctaagtagtc 
atgtgtggag 
tttatactgg 
cattagctag 
aatttggggc 
cagtttctca 
ttcttcaaaa 
aaaacct 



atctaaagaa 
cacttttcaa 
ccaacacctg 
gctttaagca 
attccttcag 
ttttctaagt 
ggttgccaat 
agactatgag 
ggattactgg 
atacactaag 
cacaaagcat 
ctacatcttt 
ttatatacag 
agtagctaaa 
taaatttgac 
aaggcctttg 
cagaagggta 
agecatgaag 
tataacagac 
ttatgagaat 
attctcatgt 
aaaaaaaaaa 



gcttctggac 
atgcctttgg 
gecatgaaac 
agcactactg 
gatccttctt 
gatttccaaa 
agagttattt 
ctcacagaca 
aatcttgata 
tgcacaaatt 
ttgttttaac 
cctttaaaaa 
tcaaaaatat 
atggccaaag 
ttttcagtgc 
ataattggca 
actcggctac 
ctcagagcat 
ttacataggt 
gaaagggtgt 
aaatcagaga 
aaaaaaaaaa 



tctgaacaag 
atgacccagc 
ttgccccttc 
cactttacag 
gctgccagac 
agcagaggtg 
tttatctata 
gggcttcgea 
gcataatgaa 
gtggagtaaa 
ctgtaatggc 
ttattggttt 
ttgatatget 
ccccaaacta 
ctcagtttgc 
ctatggaaat 
agtaacagct 
tagctgaccc 
gggcctaaag 
gaaattgact 
atgcctttaa 
aaagggegge 



aattcggtgg 
actttaatct 
actgatctgg 
aattacccca 
tgaaagcaaa 
tgtggaaatt 
gcttcctctg 
caaactcaaa 
gttgttctaa 
gtcatcaagc 
accatgttta 
ctttttattt 
catacgttgt 
agcctccttt 
acatctgtaa 
ectgeaagat 
taattttgtt 
ttgaactatt 
caagctcctt 
aacagacaaa 
agaataaaac 
cgctagacta 



698 

758 

818 

878 

938 

998 

1058 

1118 

1178 

1238 

1298 

1358 

1418 

1478 

1538 

1598 

1658 

1718 

1778 

1838 

1898 

1958 

1975 



<210> 4 

<211> 183 

<212> PRT 

<213> Homo sapiens 



<400> 4 

Met lie Phe Leu Leu Leu Met Leu Ser Leu Glu Leu Gin Leu His Gin 

15 10 15 

lie Ala Ala Leu Phe Thr Val Thr Val Pro Lys Glu Leu Tyr lie lie 

20 25 30 

Glu His Gly Ser Asn Val Thr Leu Glu Cys Asn Phe Asp Thr Gly Ser 

35 40 45 

His Val Asn Leu Gly Ala lie Thr Ala Ser Leu Gin Lys Val Glu Asn 

50 55 60 

Asp Thr Ser Pro His Arg Glu Arg Ala Thr Leu Leu Glu Glu Gin Leu 
65 70 75 80 
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Pro Leu Gly Lys Ala Ser Phe His lie Pro Gin Val Gin Val Arg Asp 

85 90 95 

Glu Gly Gin Tyr Gin Cys lie lie lie Tyr Gly Val Ala Trp Asp Tyr 

100 105 110 

Lys Tyr Leu Thr Leu Lys Val Lys Gly Gin Met Glu Pro Arg Thr His 

115 120 125 

Pro Thr Trp Leu Leu His lie Phe lie Pro Ser Cys lie lie Ala Phe 

130 135 140 

lie Phe lie Ala Thr Val lie Ala Leu Arg Lys Gin Leu Cys Gin Lys 
145 150 155 160 

Leu Tyr Ser Ser Lys Asp Thr Thr Lys Arg Pro Val Thr Thr Thr Lys 

165 170 175 

Arg Glu Val Asn Ser Ala lie 
180 



<210> 5 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Gly His Thr Arg Arg Gin Gly Thr Ser Pro Ser Lys Cys Pro Tyr 

15 10 15 

Leu Asn Phe Phe Gin Leu Leu Val Leu Ala Gly Leu Ser His Phe Cys 

20 25 30 

Ser Gly Val He His Val Thr Lys Glu Val Lys Glu Val Ala Thr Leu 

35 40 45 

Ser Cys Gly His Asn Val Ser Val Glu Glu Leu Ala Gin Thr Arg He 

50 55 60 

Tyr Trp Gin Lys Glu Lys Lys Met Val Leu Thr Met Met Ser Gly Asp 
65 70 75 80 

Met Asn He Trp Pro Glu Tyr Lys Asn Arg Thr He Phe Asp He Thr 

85 90 95 

Asn Asn Leu Ser He Val He Leu Ala Leu Arg Pro Ser Asp Glu Gly 

100 105 110 

Thr Tyr Glu Cys Val Val Leu Lys Tyr Glu Lys Asp Ala Phe Lys Arg 

115 120 125 

Glu His Leu Ala Glu Val Thr Leu Ser Val Lys Ala Asp Phe Pro Thr 

130 135 140 

Pro Ser He Ser Asp Phe Glu He Pro Thr Ser Asn He Arg Arg He 
145 150 155 160 

He Cys Ser Thr Ser Gly Gly Phe Pro Glu Pro His Leu Ser Trp Leu 

165 170 175 

Glu Asn Gly Glu Glu Leu Asn Ala He Asn Thr Thr Val Ser Gin Asp 

180 185 190 

Pro Glu Thr Glu Leu Tyr Ala Val Ser Ser Lys Leu Asp Phe Asn Met 

195 200 205 

Thr Thr Asn His Ser Phe Met Cys Leu He Lys Tyr Gly His Leu Arg 

210 215 220 

Val Asn Gin Thr Phe Asn Trp Asn Thr Thr Lys Gin Glu His Phe Pro 
225 230 235 240 

Asp Asn Leu Leu Pro Ser Trp Ala He Thr Leu He Ser Val Asn Gly 

245 250 255 

He Phe Val He Cys Cys Leu Thr Tyr Cys Phe Ala Pro Arg Cys Arg 

260 265 270 

Glu Arg Arg Arg Asn Glu Arg Leu Arg Arg Glu Ser Val Arg Pro Val 
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275 



280 



285 



<210> 6 

<211> 324 

<212> PRT 

<213> Homo sapiens 



<400> 6 



Met 


Gly 


Leu 


Ser 


Asn 


He 


Leu 


Phe 


Val 


Met 


Ala 


Pne 


Leu 


Leu 


Ser 


Gly 


1 








5 










10 










15 




Ala 


Ala 


Pro 


Leu 


Lys 


He 


Gin 


Ala 


Tyr 


Phe 


Asn 


Glu 


Thr 


Ala 


Asp 


Leu 








20 










25 










30 






Pro 


Cys 


Gin 


Phe 


Ala 


Asn 


Ser 


Gin 


Asn 


Gin 


Ser 


Leu 


Ser 


Glu 


Leu 


Val 






35 










40 










45 








Val 


Phe 


Trp 


Gin 


Asp 


Gin 


Glu 


Asn 


Leu 


Val 


Leu 


Asn 


Glu 


Val 


Tyr 


Leu 




50 










55 










60 










Gly 


Lys 


Glu 


Lys 


Phe 


Asp 


Ser 


Val 


His 


Ser 


Lys 


Tyr 


Met 


Gly Arg 


Thr 


65 










70 










75 










80 


Ser 


Phe 


Asp 


Ser 


Asp 


Ser 


Trp 


Thr 


Leu 


Arg 


Leu 


His 


Asn 


Leu 


Gin 


He 










85 










90 










95 




Lys 


Asp 


Lys 


Gly 


Leu 


Tyr 


Gin 


Cys 


He 


He 


His 


His 


Lys 


Lys 


Pro 


Thr 








100 










105 










110 






Gly Met 


He 


Arg 


He 


His 


Gin 


Met 


Asn 


Ser 


Glu 


Leu 


Ser 


Val 


Leu 


Ala 






115 










120 










125 








Asn 


Phe 


Ser 


Gin 


Pro 


Glu 


He 


Val 


Pro 


He 


Ser 


Asn 


He 


Thr 


Glu 


Asn 




130 










135 










140 










Val 


Tyr 


lie 


Asn 


Leu 


Thr 


Cys 


Ser 


Ser 


He 


His 


Gly 


Tyr 


Pro 


Glu 


Pro 


145 










150 










155 










160 


Lys 


Lys 


Met 


Ser 


Val 


Leu 


Leu 


Arg 


Thr 


Lys 


Asn 


Ser 


Thr 


He 


Glu 


Tyr 










165 










170 










175 




Asp 


Gly 


He 


Met 


Gin 


Lys 


Ser- 


-Gin 


Asp 


Asn 


Val 


Thr 


Glu 


Leu 


Tyr 


Asp 








180 










185 










190 






Val 


Ser 


He 


Ser 


Leu 


Ser 


Val 


Ser 


Pne 


Pro 


Asp 


t 7—. T 

Val 


Thr 


Ser 


Asn 


Met 






195 










200 










205 








Thr 


He 


Pne 


Cys 


lie 


Leu 


Glu 


Thr 


Asp 


Lys 


mr 


Arg 


Leu 


Leu 


Ser 


Ser 




210 










215 










220 










Pro 


Phe 


Ser 


He 


Glu 


Leu 


Glu Asp 


Pro 


Gin 


Pro 


Pro 


Pro 


Asp 


His 


He 


225 










230 










235 










240 


Pro 


Trp 


He 


Thr 


Ala 


Val 


Leu 


Pro 


Thr 


Val 


He 


He 


Cys 


Val 


Met 


Val 










245 










250 










255 




Phe 


Pro 


Cys 


Leu 


He 


Leu 


Trp 


Lys 


Trp 


Lys 


Lys 


Lys 


Lys 


Arg 


Pro 


Arg 








260 










265 










270 






Asn 


Ser 


Tyr 


Lys 


Cys 


Gly Thr 


Asn 


Thr 


Met 


Glu 


Arg 


Glu 


Glu 


Ser 


Glu 






275 










280 










285 








Gin 


Thr 


Lys 


Lys 


Arg 


Glu 


Lys 


He 


His 


He 


Pro 


Glu 


Arg 


Ser 


Asp 


Glu 




290 










295 










300 










Ala 


Gin 


Arg 


Val 


Phe 


Lys 


Ser 


Ser 


Lys 


Thr 


Ser 


Ser 


Cys 


Asp 


Lys 


Ser 


305 










310 










315 










320 


Asp 


Thr 


Cys 


Phe 



























<210> 7 

<211> 309 

<212> PRT 

<213> Homo sapiens 
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<400> 7 



ric t_ 


A v-f~T 
nl y 


T .pi i 

LlCU 


uiy 


Q p tt 


±r J. vJ 


0 1 y 


T .£»n 


JJC il 


tr iiC 


T.pi i 

LtC Li 


Leu 


xr lie 


Ser 


Ser 


Leu 


1 








5 










10 










1 ~> 






/-il d 


ASp 




r±~l r> 

V7J.I1 


nl 1 1 

UlU 


Ly s 


VjiU 


Val 


A^rg 


HI cx 


M<=> t- 
1MC U 


Val 


uiy 


Ser 


Asp 








20 










2 5 










3 0 






Val 


Glu 


T .pi i 




Pirn 


rt.1 a. 


w s 


Drn 
riu 


VJl u. 


vj 1 y 


O *3 V" 


Arg 


Dhp 


Asp 


Leu 


Asn 






35 










4 0 


















Asp 


Val 


I/yr 


val 


±yr 


irp 


m n 


Thr 
1 111 


Q -v- 
O CI 


m ii 

VJl Li 


Q >- 
OCl 


Lys 


J. ill 


VaJ. 


vai 


Th ~v~ 

i nr 




50 










55 










60 










Tvr 

i y j - 


His 


He 


Pro 


Gin 


Asn 


Ser 


Ser 


Leu 


Glu 


As n 


Va 1 
v ai 


Asp 


Q p v 
ocl 


Arg 


Tyr 


65 










70 










75 










r n 

O L/ 




Asn 


A TCI 

«iy 


Ala 


Leu 


Met 


Ser 


Pro 


Ala 


Gly 


1'IC I— 


T.pi 1 


Arg 




Asp 


Dhp 
rile 










85 










90 










QC 
-7 -J 




Ser 


Leu 




Leu 


Phe 


Asn 


Val 


Thr 


Pro 


Gin 


Asp 


Glu 


m n 

VJ 111 


T/v/'ci 
uy 0 


Dhp 
rllC 


ni c> 








100 










105 










110 






Cys 


Leu 


Val 


Leu 


Ser 


Gin 


Ser 




vji y 


php 

XT IIC 


VJl 11 


m ii 

VJl U. 


V Cll 


Leu 


Ser 


Val 






115 










120 










IOC 
1^ J 








Glu 


Val 


Thr 


Leu 


His 


Val 


Ala 


Ala 


Ren 


XT IiC 


OCI 


v d 1 


XT i. VJ 


Veil 


v ax 


Ser 




130 










135 










140 










Ala 


Pro 


His 


Ser 


Pro 


Ser 


Gin 




VJIU 


T.pi 1 

-1—1 " vl 


Thr 
1 in 


XT 1 It. 


Thr 


Cys 


Thr 
J. ill 


Ser 


145 










150 










155 










i fin 

IOU 


lie 


Asn 


Gly 


TVr 


prrv 


A Y~r~r 






v ai 


i Y r 


±rp 


T 1 p 
11c 


As n 


Lys 


Th t- 
X ill. 


Asp 










165 










170 










175 




As n 


Sex* 


Leu 


Leu 


A en 


m n 

VJ 1 11 


A "J -a 

Ala 


iieu 


m n 

VJ 111 


Asn 


Asp 


T'h v* 
X ill 


V cll 


Dhp 


Leu 


Asn 








180 










185 










1 V/ 






Met 




Gly 


Leu 


±^yr 


ASp 


V Cll 


V Cll 


uCI 


v di 


Leu 


Arg 


Tip 

-Lie 


i\ _l a 


Arg 


inr 






195 




















one 








Pro 


Ser 


val 


A cn 
rib 11 


Tip 

lie 


vji y 


Ly b 


Cys 


T 1 p 
lie 


V_j1 Li 


Asn 


Val 


Leu 


Leu 


bin 


Cj±n 




210 










215 










22 0 










Asn 


Leu 


Thr 


Val 


Gly 


Qp r™ 

OC1 


m n 
0111 


Thr 

JL ill 


vji y 


Asn 


Asp 


Tip 
lie 


uiy 


bill 


Arg 


Asp 


225 










23 0 




















A*±\J 


Lys 


He 


Thr 


Glu 


Asn 


Pro 


Val 


Ser 


Thr 


vj x y 


m ii 

vjl U 


Lys 


Asn 


Ala 
Ala 


a 1 a 


1 nr 










04c 










Z jU 










0 c c 

Z D D 




Trp 


Ser 


He 


Leu 


Ala 


Val 


Leu 


Cys 


Leu 


Leu 


Val 


Val 


Val 


Ala 


Val 


Ala 








260 










9 ^ r 

Z D D 










z / V 






He 


Gly 


Trp 


Val 


Cys 


Arg 


Asp 


Arg 


Cys 


Leu 


Gin 


His 


Ser 


Tyr 


Ala 


Gly 
















Z 0 U 


















Ala 


Trp 


Ala 


va 1 

val 




Pro 


ulU 


Thr 


vji U. 


Leu 


1 UI 


vj-LU 


Ser 


Trp 


TV „ 

Asn 


lieu 




290 




















^ r\ n 










Leu 


Leu 


Leu 


Leu 


Ser 
























305 
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<212> PRT 
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<400> 8 






























Met 


Arg 


He 


Phe 


Ala 


Val 


Phe 


He 


Phe 


Met 


Thr 


Tyr 


Trp 


His 


Leu 


Leu 


1 
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10 
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Ala 


Phe 


Thr 


Val 


Thr 


Val 


Pro 


Lys 
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Leu 


Tyr 


Val 


Val 


Glu 


Tyr 
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Ser 
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Met 


Thr 


He 


Glu 


Cys 


Lys 


Phe 


Pro 


Val 


Glu 


Lys 


Gin 


Leu 






35 










40 










45 








Asp 


Leu 


Ala 


Ala 


Leu 


He 


Val 


Tyr 


Trp 


Glu 


Met 


Glu 


Asp 


Lys 


Asn 


He 
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Gin 


Phe 
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uiy 
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Glu 


Asp 
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m n 
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Ala 
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Gin 


Aon 


Ala 


Gly 
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Tvr 

xyr 
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Met 


He 
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Gly Gly 
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x y x 
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vdl 






115 










120 










1^ J 
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Val 


Asn 


Ala 


Pro 
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Lys 


He 


Asn 


Gin 


A yn 


Tip 
IXC 


i-tC Li 


Vdl 


Ua I 
V Ci 1 




130 










135 










14 0 










Asp 


Pro 


Val 


Thr 


Ser 
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Glu 


T !P1 1 


X ill 


*-»y 0 


m n 


Al a 
M.1 ci 


UlU 


uiy 


Tyr 


145 










150 










155 










1 fin 

1 0 u 


Pro 


Lys 


Ala 


Glu 


Val 


He 


X J_p 


Thr 


Ser 


Ser 




ii. 1 0 


VJJ.11 


val 


Leu 


Coy 
OCX 










165 










170 










175 




Glv 


Lys 


Thr 


Thr 


Thr 


Thr 


Asn 


Ser 


Lys 




Glu 


Glu 


Lys 


Leu 


Phe 


Asn 








180 










185 










190 






Val 


Thr 


Ser 


Thr 


Leu 




He 


Asn 


Thr 


Thr 


Thr 


Asn 


Glu 


He 

J. JUC 


IrXiC 


iyr 






195 










\j \j 










205 








Cys 


Thr 


Phe 




Arg 


Leu 


Asp 


Pro 


Glu 


VJ-L u. 


Asn 


His 


Thr 


Al a 


Ul IX 


Leu 




210 
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J. Zj 










220 










V d -L 


lie 


tr 1 vj 


Ol Li 


Leu 


Pro 


Leu 


A 1 -a 


XI _L O 


xr X KJ 


Pro 


Asn 


Glu 


Arg 
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TT -J 

xll S 


225 










230 










235 










94 0 


Leu 


Val 


lie 


T .pi i 


Gly Ala 


He 


Leu 


Leu 


v~y fa 


Leu Gly Val 


A 1 0 
Aid 


Leu 


inr 










245 




















O c: 

^ O 3 




Phe 


lie 


Phe 


Arg 


Leu 




Lys 


Gly 


Arg 


Met 




Asp 


Val 


Lys 


Lys 


Cys 
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^ D 3 
















Gly 


He 


Gin 


Asp 


Thr 


noil 


Ser 


Lys 


Lys 


Gin 


OCX 


Asp 


Thr 


His 


Leu 


Glu 






9 7 ^ 










280 










285 








Glu 


Thr 
































290 
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<211> 526 




























<212> PRT 




























<213> Homo sapiens 
























<400> 9 






























Met 


Ala 


Val 


Phe 


Pro 


Ser 


Ser 


Gly 


XJC Li. 


t i-U 


Arg 


Cys 


Leu 


Leu 


XII XT 


Leu 


1 








5 
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Leu 
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Gin 


Leu 


Pro 


Lys 
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Pro 
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Pro 


Pro 
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Pro 


He 


Leu 


i-V-Lcl 
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Leu 
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Pro 
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Qp T~ 
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M.1 d 
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Leu 


Arg 
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55 
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Trp 


Phe 


Arg 


Lys 


Lys 


Val 


Ser 


Pro 
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val 


Leu 


Val 


His 


Arg 


Asp 
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65 










70 










75 












Arg 


Glu 


Gin 
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Ala 


Glu 


Gin 


Met 


ir ro 


ul Li 


Tyr 


Arg 


Gly 


Arg 


M.1 a. 


Thr 
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90 
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Leu 


Val 


Gin 


Asp 


Gly 


He 


Ala 


Lys 


uiy 


Arg 


Val 


Ala 


Leu 


Arg 
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Arg 








100 










105 










110 






Gly 


Val 


Arg 


Val 


Ser 


Asp 


Asp 


Gly 


Glu 


Tyr 


Thr 


Cys 


Phe 


Phe 


Arg 


Glu 






115 










120 










125 








Asp 


Gly 


Ser 


Tyr 


Glu 


Glu 


Ala 


Leu 


Val 


His 


Leu 


Lys 


Val 


Ala 


Ala 


Leu 




130 










135 










140 
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(~* ~\ \r Cot* 


Asp 


tr J. <J 


nlo 


lie 


Cor 

oer 


rlcL 


uin 


Val 


IjI ii 


CjIU 


A nn 

Asn 


Gly 


Glu 


Tift 

lie 


145 


















1 D J 










lb U 


v_- y o UC U. 


m ii 

VJ JL U 


V— y o 


Th r 

i hi. 
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biy 


Trp 


Tyr 


Pro 


C 1 n 
ulU 


Pro 


bin 


vai 


bin 








165 










i 7 n 
i / \j 
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Trp Arg 


Thr 


OCX 


Lys 


viiy 


Val U 


Lys 




Pro 


Q q v~ 

oex 
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Ser 


blU 


Ser 


Arg 
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X O _J 










1 Q O 
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Aon py*n 
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VJ7 X Li 
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Aia 
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Tift 

1 ie 


Tift 

lie 




195 
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one: 








nly nop 


J. ill. 


OCX 


Thr 
J. ill. 


Lys 


Asn 


Val 


Ser 


Cys 


Tyr 


lie 


bin 


Asn 


Leu 


Leu 


210 










215 










9 9 n 










T.e*n Ci~\ \r 
ucu vjiy 


Gin 


ni ii 


T.\/"<3 

Jjy i3 


Lys 


Val 


ul Ll 


Tip 

lie 


Ser 


Tin 

lie 


Pro 


Al a 

Aia 


Ser 


Ser 


Leu 


22 5 








9^0 










Z O D 










z4U 


Pro A.rg 


ij6U 


J. ii i 




Trp 


Tip 

lie 


Va 1 
Val 


Aid 


vai 


Ala 

Aia 


vai 


T "1 ft 

lie 


Leu 


Met 


vai 








245 










Z 3 U 










0 c a 




ucu vj J. y 


Leu. 


Leu 


Thr 

X 11X 


T 1 ~ 
IXC 


vjI y 


Coy 
OCX 


T 1 » 
lie 


nhe 


Dha 
xrlie 


Thr 


Trp 


Arg 


Leu 


Tyr 






260 










ZD J 










9 "7 n 






AO II V7J.U 


Arg 


Pro 




UlU 




A^g 


Asn 


UlU 


Dho 


Ser 


Ser 


Lys 


blU 


Arg 




275 










2 80 










9 n r 

£t O 3 










Glu 


Glu 


Leu 


uy o 


Tm 

xrp 


xjy o 


Lys 


Ala 


Thr 
1 ilx 


Leu 


nl S 


Aia 


vai 


Asp 


290 










2 95 










7 n n 










Val Thr 




A c: t\ 
no 


riu 


Asp 


Thr 

X 111 


A 1 -a 


nlo 


Pro 


IT A c 
ill S 


Leu 


T5V» a 

rne 


Leu 


Tyr 


bill 


305 








310 










TIC 
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Lys 


Ser 


val 


Arg 


Leu 


r*i ii 


Asp 


Ser 


Arg 


Gin 


Lys 


T ft 1 , 

Leu 


Pro 


Glu 








— > — > 










*^ ^ n 










i j b 




Jjyg Th IT 




Arg 


Dhp 
±r lie 


Asp 


Ser 


Trp 


Pro 


Cys 


vai 


Leu 


Gly 


Arg 


Glu 


Thr 






340 










J *± 3 
















Phe Thr 


Q -w- 


VJ-L jf 


A rn 


ni o 


Tyr 


Trp 


ulu 


vai 


r*i n 

bill 


vai 


f* 1 1 r 


Asp 


Arg 


Thr 
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360 










<^ 

J D 3 








Asd Trn 


Ala 
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V a X 


v_y o 




ulU 


Asn 
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Val 
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Lys 


Lys 


biy 


T">V» ft 


370 










375 










^ ft O 










Asd Pro 


Met 


Thr 


Pro 


Glu 


Asn 


Gly 


Php 
xrlie 


Trp 


Ala 
Al a 


Va 1 
Val 


r*i n 

bill 


Leu 


Tyr 


pi,, 
biy 


385 








3 90 










■JQC 
J 17 3 










a r\ n 
u u 


noil vj _i_ y 




Tm 


A I o 

-rt-X CL 


Leu 


Thr 
X 111 


Pro 


Leu 


Arg 


inr 


Pro 


Leu 


Pro 


Leu 


A 1 -» 

Ala 








405 










ft 1 u 










41b 




d~\ \r Pro 
VJ X. y Sr j- \j 


XT X KJ 


Arg 


Arg 


Val 


ui y 


Tip 

lie 


rile 


Leu 


Asp 


Tyr 


blU 


Ser 


Gly 


Asp 






420 










*± Z 3 










/! O A 






X X. C OCL 




ryr 


Asn. 


rlcC 


Asn 


Asp 


Cjriy 


Ser 


Asp 


Tl « 

lie 


Tyr 


Thr 


Phe 


Ser 




435 










4. j. n 










A A tr 








Asn Val 


Thr 


Phe 


Ser 


\j x y 


irl vj 


Leu 


Arg 


Pro 


irne 


Fne 


Cys 


Leu 


Trp 


Ser 


450 










455 










*± O w 










Ser Gly 


Lys 


Lys 


Pro 


LlC u. 


Thr 

X 111 


Tip 
11C 


Cys 


Pro 


Tip 

lie 


7\1 « 

Aia 


Asp 


biy 


Pro 


blU 


465 








470 
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4 OA 

4 0 U 


Arg Val 


X Hi. 


val 


Tl e> 

X X C 


AT a 
Hid 


Asn 


a 1 a 
Aid 


Lxin 


Asp 


Leu 


Ser 


Lys 


Glu 


Tift 

He 


Pro 








485 










490 










495 




Leu Ser 


Pro 


Met 


Gly 


Glu 


Glu 


Ser 


Ala 


Pro 


Arg 


Asp 


Ala 


Asp 


Thr 


Leu 






500 










505 










510 






His Ser 


Lys 


Leu 


He 


Pro 


Thr 


Gin 


Pro 


Ser 


Gin 


Gly 


Ala 


Pro 








515 










520 










525 









<210> 10 
<211> 527 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Glu Ser Ala Ala Ala Leu His Phe Ser Arg Pro Ala Ser Leu Leu 
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Leu 


Leu 


Leu 


Leu 








20 


Val 


Glv 


Pro 


Thr 






35 




Leu 


Arg 


Cys 


His 




50 






Arg 


Trp 


Phe 


Arg 


65 








Gly 


Arg 


Glu 


Arg 


Thr 


Phe 


Val 


Ser 








100 


His 


Asn 


He 


Thr 






115 




Glu 


Gly 


Arg 


Ser 




130 






Leu 


Gly 


Ser 


Lys 


145 








He 


Arg 


Leu 


Glu 


Val 


Trp 


Arg 


Asp 








180 


Ser 


Met 


Pro 


Asp 






195 




He 


Arg 


Asp 


Lys 




210 






Leu 


Leu 


Gly Gin 


225 








Met 


Pro 


Ser 


Val 


He 


Leu 


Met 


He 








260 


Gin 


Lys 


Glu 


Lys 






275 




Thr 


Arg 


Glu 


He 




290 






Glu 


Glu 


Glu 


Leu 


305 








Arg 


Arg 


Thr 


Phe 


Ala 


His 


Pro 


Asp 








340 


Cys 


Pro 


Phe 


Arg 






355 




Phe 


Asp 


Ser 


Gin 




370 






Lys 


His 


Tyr 


Trp 


385 








Gly 


Val 


Cys 


Arg 


Pro 


Gin 


Asn 


Gly 








420 


Ala 


Val 


Ser 


Ser 






435 




Arg 


Val 


Gly 


Val 




450 







5 

Ser Leu Cys Ala 

Asp Pro He Leu 
40 

Leu Ser Pro Glu 
55 

Ser Gin Phe Ser 
70 

Thr Glu Glu Gin 
85 

Lys Asp He Ser 

Ala Gin Glu Asn 
120 

Tyr Asp Glu Ala 
135 

Pro Leu He Ser 
150 

Cys He Ser Arg 
165 

Pro Tyr Gly Gly 

Ala Asp Gly Leu 
200 

Ser Val Arg Asn 
215 

Lys Lys Glu Ser 
230 

Ser Pro Cys Ala 
245 

Pro He Ala Val 

Lys He Leu Ser 
280 

Ala Leu Lys Glu 
295 

Gin Val Lys Glu 
310 

Leu His Ala Val 
325 

Leu Phe Leu Ser 

His Leu Gly Glu 
360 

Pro Cys Val Leu 
375 

Glu Val Glu Val 
390 

Asp Ser Val Glu 
405 

Phe Trp Thr Leu 

Pro Asp Arg He 
440 

Phe Leu Asp Tyr 
455 



10 

Leu Val Ser Ala 
25 

Ala Thr Val Gly 

Lys Asn Ala Glu 
60 

Pro Ala Val Phe 
75 

Met Glu Glu Tyr 
90 

Arg Gly Ser Val 
105 

Gly Thr Tyr Arg 

He Leu His Leu 
140 

Met Arg Gly His 
155 

Gly Trp Tyr Pro 
170 

Val Ala Pro Ala 
185 

Phe Met Val Thr 

Met Ser Cys Ser 
220 

Val lie Phe He 
235 

Val Ala Leu Pro 
250 

Cys He Tyr Trp 
265 

Gly Glu Lys Glu 

Leu Glu Lys Glu 
300 

Lys Leu Gin Glu 
315 

Asp Val Val Leu 
330 

Glu Asp Arg Arg 
345 

Ser Val Pro Asp 

Gly Arg Glu Ser 
380 

Glu Asn Val He 
395 

Arg Lys Gly Glu 
410 

Glu Met His Lys 
425 

Leu Pro Leu Lys 

Glu Ala Gly Asp 
460 



15 

Gin Phe He Val 
30 

Glu Asn Thr Thr 
45 

Asp Met Glu Val 

Val Tyr Lys Gly 
80 

Arg Gly Arg Thr 
95 

Ala Leu Val He 
110 

Cys Tyr Phe Gin 
125 

Val Val Ala Gly 

Glu Asp Gly Gly 
160 

Lys Pro Leu Thr 
175 

Leu Lys Glu Val 
190 

Thr Ala Val He 
205 

He Asn Asn Thr 

Pro Glu Ser Phe 
240 

He He Val Val 
255 

He Asn Lys Leu 
270 

Phe Glu Arg Glu 
285 

Arg Val Gin Lys 

Glu Leu Arg Trp 
320 

Asp Pro Asp Thr 
335 

Ser Val Arg Arg 
350 

Asn Pro Glu Arg 
365 

Phe Ala Ser Gly 

Glu Trp Thr Val 
400 

Val Leu Leu He 
415 

Gly Gin Tyr Arg 
430 

Glu Ser Leu Cys 
445 

Val Ser Phe Tyr 
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Asn 


rlcC 


Arg 


Asp 


Arg 


Ser 


HIS 


lie 


Tyr 
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Cys 


Pro 


Arg 


Ser 


Ala 


Phe 
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A 1 tr 
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Ser 


Val 


Pro 


Val 


Arg 


Pro 


Phe 
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Arg 


Leu 


Gly 


Cys 
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Asp 


Ser 


Pro 
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He 
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He 


Cys 
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Ala 


Leu 


Thr 


Gly 


Ala 
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Gly 


Val 


Thr 


Val 


Pro 
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Glu 
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Gly 


Leu 


Thr 


Leu 
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Arg 


Val 


Gly 


Thr 
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Gin 


Ser 


Leu 
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525 
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<212> PRT 




























<213> Homo sapiens 
























<400> 11 




























Met 
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ex. \~3 
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Ala 


Ala 
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Pile 
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Leu 
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Ala 
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Leu 


Leu 
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1U 










15 






lieu 


Leu 


Leu 


Leu 


Leu 


Leu 


Leu 


Ser 


Leu 


Cys 


Ala 
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Val 


Ser 


Ala 
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m n 


XT LLC 


X III. 


Val 


Val 


Gly Pro 


Ala 


Asn 


Pro 


He 


Leu 


Ala 


Met 


Val 
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As n 


1 Hi 


Thr 
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Hi S 
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Asn 


Ala 
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55 










60 










A on 
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Val 


Arg 


Trp 


Phe 


Arg 


Ser 


Gin 


Pxie 


Ser 


Pro 


Ala 


Val 


Phe 


65 










70 










/ D 










80 


V ct J. 


Tyr 


Lys 


Gly 


Gly Arg 


Glu 


Arg 


Thr 


Glu 


Glu 


Gin 


Met 


Glu 


Glu 


Tyr 










85 










y o 










95 


Arg 




Arg 


He 


Thr 


Phe 


Val 


Ser 


Lys 


Asp 


He 


Asn 


Arg 


Gly 


Ser 


Val 








100 
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<210> 12 
<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 12 
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260 265 270 

Arg Glu Thr Arg Glu lie Ala Leu Lys Glu Leu Glu Lys Glu Arg Val 

275 280 285 

Gin Lys Glu Glu Glu Leu Gin Val Lys Glu Lys Leu Gin Glu Glu Leu 

290 295 300 

Arg Trp Arg Arg Thr Phe Leu His Ala Val Asp Val Val Leu Asp Pro 
305 310 315 320 

Asp Thr Ala His Pro Asp Leu Phe Leu Ser Glu Asp Arg Arg Ser Val 

325 330 335 

Arg Arg Cys Pro Phe Arg His Leu Gly Glu Ser Val Pro Asp Asn Pro 

340 345 350 

Glu Arg Phe Asp Ser Gin Pro Cys Val Leu Gly Arg Glu Ser Phe Ala 

355 360 365 

Ser Gly Lys His Tyr Trp Glu Val Glu Val Glu Asn Val lie Glu Trp 

370 375 380 

Thr Val Gly Val Cys Arg Asp Ser Val Glu Arg Lys Gly Glu Val Leu 
385 390 395 400 

Leu lie Pro Gin Asn Gly Phe Trp Thr Leu Glu Met His Lys Gly Gin 

405 410 415 

Tyr Arg Ala Val Ser Ser Pro Asp Arg lie Leu Pro Leu Lys Glu Ser 

420 425 430 

Leu Cys Arg Val Gly Val Phe Leu Asp Tyr Glu Ala Gly Asp Val Ser 

435 440 445 

Phe Tyr Asn Met Arg Asp Arg Ser His lie Tyr Thr Cys Pro Arg Ser 

450 455 460 

Ala Phe Ser Gly Pro Asp Thr Ser Gin Ser Gly Asp Pro Pro Glu Pro 
465 470 475 480 

lie Glu Ser lie Pro Trp Ser His Ser His Val Asp Lys Pro Trp Ser 

485 490 495 

Phe Gin Gin Pro Pro His Asn Thr His Leu Pro Ala Ala Ser Phe Thr 

500 505 510 

Pro Thr Thr Asp Leu Ser Pro Ser Phe Leu Leu Leu Thr Arg Leu Cys 
515 520 525 

Phe 



<210> 14 
<211> 357 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Ala Ser Ser Leu Ala Phe Leu Leu Leu Asn Phe His Val Ser Leu 

15 10 15 

Leu Leu Val Gin Leu Leu Thr Pro Cys Ser Ala Gin Phe Ser Val Leu 

20 25 30 

Gly Pro Ser Gly Pro lie Leu Ala Met Val Gly Glu Asp Ala Asp Leu 

35 40 45 

Pro Cys His Leu Phe Pro Thr Met Ser Ala Glu Thr Met Glu Leu Lys 

50 55 60 

Trp Val Ser Ser Ser Leu Arg Gin Val Val Asn Val Tyr Ala Asp Gly 
65 70 75 80 

Lys Glu Val Glu Asp Arg Gin Ser Ala Pro Tyr Arg Gly Arg Thr Ser 

85 90 95 

lie Leu Arg Asp Gly He Thr Ala Gly Lys Ala Ala Leu Arg He His 
100 105 110 



RTA0 1/2 107426v I 



15 



Asn 


Val 


Thr 


Ala 


Ser 


Asp 


Ser 


Gly 


Lys 


Tyr 


Leu 


Cys 


Tyr 


Phe 


Gin Asp 






115 










120 










125 








Gly Asp 


Pne 


Tyr 


Glu 


Lys 


Ala 


Leu 


Val 


Glu 


Leu 


Lys 


Val 


Ala 


Ala 


Leu 




130 










135 










140 










Gly 


Ser 


Asn 


Leu 


His 


Val 


Glu 


Val 


Lys 


Gly 


Tyr 


Glu 


Asp 


Gly 


Gly 


He 


145 










150 










155 










160 


His 


Leu 


Glu 


Cys 


Arg 
165 


Ser 


Thr 


Gly 


Trp 


Tyr 
170 


Pro 


Gin 


Pro 


Gin 


He 
175 


Gin 


Trp 


Ser 


Asn 


Ala 
180 


Lys 


Gly 


Glu 


Asn 


lie 
185 


Pro 


Ala 


Val 


Glu 


Ala 
190 


Pro 


Val 


Val 


Ala 


Asp 
195 


Gly 


Val 


Gly 


Leu 


Tyr 
200 


Glu 


Val 


Ala 


Ala 


Ser 
205 


Val 


He 


Met 


Arg 


Gly 
210 


Gly 


Ser 


Gly 


Glu 


Gly 
215 


Val 


Ser 


Cys 


lie 


lie 
220 


Arg 


Asn 


Ser 


Leu 


Leu 


Gly 


Leu 


Glu 


Lys 


Thr 


Ala 


Ser 


lie 


Ser 


lie 


Ala 


Asp 


Pro 


Phe 


Phe 


225 










230 










235 










240 


Arg 


Ser 


Ala 


Gin 


Pro 


Trp 


lie 


Ala 


Ala 


Leu 
250 


Ala 


Gly 


Thr 


Leu 


Pro 
255 


He 


Leu 


Leu 


Leu 


Leu 
2 60 


Leu 


Ala 


Gly 


Ala 


Ser 
265 


Tyr 


Phe 


Leu 


Trp 


Arg 
270 


Gin 


Gin 


Lys 


Glu 


lie 
275 


Thr 


Ala 


Leu 


Ser 


Ser 
280 


Glu 


lie 


Glu 


Ser 


Glu 
285 


Gin 


Glu 


Met 


Lys 


Glu 


Met 


Gly 


Tyr 


Ala 


Ala 


Thr 


Glu 


Arg 


Glu 


lie 


Ser 


Leu 


Arg Glu 




290 










295 










300 










Ser 


Leu 


Gin 


Glu 


Glu 


Leu 


Lys 


Arg 


Lys 


Lys 


lie 


Gin 


Tyr 


Leu 


Thr 


Arg 


305 










310 










315 










320 


Gly Glu 


Glu 


Ser 


Leu 


Ser 


Asp 


Thr 


Asn 


Lys 


Ser 


Ala 


Leu 


Met 


Leu 


Lys 










325 










330 










335 




Trp 


Lys 


Lys 


Ala 
340 


Leu 


Phe 


Lys 


Pro 


Gly 
345 


Glu 


Glu 


Met 


Leu 


Gin 
350 


Met 


Arg 


Leu 


His 


Leu 


Val 


Lys 

























<210> 15 
<211> 731 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> 248, 249, 250, 254, 261, 264, 280, 299, 400, 411, 429 
<223> Xaa = Any Amino Acid 

<400> 15 

Met Ala Ser Ser Leu Ala Phe Leu Leu Leu Asn Phe His Val Ser Leu 

15 10 15 

Phe Leu Val Gin Leu Leu Thr Pro Cys Ser Ala Gin Phe Ser Val Leu 

20 25 30 

Gly Pro Ser Gly Pro He Leu Ala Met Val Gly Glu Asp Ala Asp Leu 

35 40 45 

Pro Cys His Leu Phe Pro Thr Met Ser Ala Glu Thr Met Glu Leu Arg 

50 55 60 

Trp Val Ser Ser Ser Leu Arg Gin Val Val Asn Val Tyr Ala Asp Gly 
65 70 75 80 

Lys Glu Val Glu Tyr Arg Gin Ser Ala Pro Tyr Arg Gly Arg Thr Ser 
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Ala 


Gin 


Phe 


Ser 
30 


Val 


Leu 




Pro 


Ser 


(jiy 


Pro 


lie 


Leu 


Ala 


Met 


Val 


Gly 


Glu Asp Ala 


Asp 


Leu 
















40 










45 








Pro 


Cys 


HIS 


T ^ 1 1 

Leu 


pne 


Pro 


Thr 
55 


Met 


Ser 


Ala 


Glu 


Thr 
60 


Met 


Glu 


Leu 


Lys 


Trp 


Val 


Ser 


Ser 


Ser 


Leu 


Arg 


Gin 


Val 


Val 


Asn 


Val 


Tyr 


Ala 


Asp 


Gly 












70 










75 










O A 


Lys 


CjJ-U 


val 


CjIU 


Asp 


Arg 


Gin 


Ser 


Ala 


Pro 


Tyr 


Arg Gly Arg 


Thr 


Ser 










O D 










90 














lie 


Leu 


Arg 


Asp 

1 Art 
1UU 


oiy 


He 


Thr 


Ala 


Gly 
105 


Lys 


Ala 


Ala 


Phe 


Arg 
110 


He 


His 


Asn 


vai 


rnr 
115 


Gly 


Ser 


Asp 


Arg 


Trp 
120 


Lys 


Tyr 


Leu 


Cys 


Tyr 
125 


Phe 


Gin 


Asp 


Lj±y 


Asp 
130 


Pne 


Tyr 


Glu 


Lys 


Ala 
135 


Leu 


Val 


Glu 


Leu 


Lys 
140 


Val 


Ala 


Ala 


Leu 


Gly 


Ser 


Asp 


Leu 


His 


Val 


Asp 


Val 


Lys 


Gly Tyr 


Lys Asp Gly 


Gly 


He 


145 










150 










155 










160 


His 


Leu 


Glu 


Cys 


Arg 


Ser 


Thr Gly Trp 


Tyr 


Pro 


Gin 


Pro 


Gin 


He 


Gin 










165 










170 










175 




Trp 


Ser 


Asn 


Asn 


Lys 


Gly Glu 


Asn 


He 


Pro 


Thr 


Val 


Glu 


Ala 


Pro 


Val 








180 










185 










190 






Val 


Ala 


Asp 


Gly 


Val 


Gly 


Leu 


Tyr Ala 


Val 


Ala 


Ala 


Ser 


Val 


He 


Met 






195 










200 










205 








Arg 


Gly 


Ser 


Ser 


Gly 


Glu 


Gly Val 


Ser 


Cys 


Thr 


He 


Arg 


Asn 


Ser 


Leu 




210 










215 










220 










Leu 


Gly 


Leu 


Glu 


Lys 


Thr 


Ala 


Ser 


He 


Ser 


He 


Ala 


Arg 


Pro 


Phe 


Phe 


225 










230 










235 










240 


Arg 


Ser 


Ala 


Gin 


Arg 


Trp 


He 


Ala 


Ala 


Leu 


Ala 


Gly Thr 


Leu 


Pro 


Val 










245 










250 










255 




Leu 


Leu 


Leu 


Leu 
260 


Leu 


Gly 


Gly 


Ala 


Gly 
265 


Tyr 


Phe 


Leu 


Trp 


Gin 
270 


Gin 


Gin 


Glu 


Glu 


Lys 
275 


Lys 


Thr 


Gin 


Phe 


Arg 
280 


Lys 


Lys 


Lys 


Arg 


Glu 
285 


Gin 


Glu 


Leu 



Arg Glu 
290 



<210> 20 

<211> 819 

<212> DNA 

<213> Homo sapiens 



22 
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<400> 20 

atgatcttcc tcctgctaat gttgagcctg gaattgcagc ttcaccagat agcagcttta 60 
ttcacagtga cagtccctaa ggaactgtac ataatagagc atggcagcaa tgtgaccctg 120 
gaatgcaact ttgacactgg aagtcatgtg aaccttggag caataacagc cagtttgcaa 180 
aaggtggaaa atgatacatc cccacaccgt gaaagagcca ctttgctgga ggagcagctg 240 
cccctaggga aggcctcgtt ccacatacct caagtccaag tgagggacga aggacagtac 3 00 
caatgcataa tcatctatgg ggtcgcctgg gactacaagt acctgactct gaaagtcaaa 3 60 
gcttcctaca ggaaaataaa cactcacatc ctaaaggttc cagaaacaga tgaggtagag 42 0 
ctcacctgcc aggctacagg ttatcctctg gcagaagtat cctggccaaa cgtcagcgtt 4 80 
cctgccaaca ccagccactc caggacccct gaaggcctct accaggtcac cagtgttctg 54 0 
cgcctaaagc caccccctgg cagaaacttc agctgtgtgt tctggaatac tcacgtgagg 600 
gaacttactt tggccagcat tgaccttcaa agtcagatgg aacccaggac ccatccaact 660 
tggctgcttc acattttcat cccctcctgc atcattgctt tcattttcat agccacagtg 720 
atagccctaa gaaaacaact ctgtcaaaag ctgtattctt caaaagacac aacaaaaaga 780 
cctgtcacca caacaaagag ggaagtgaac agtgctatc 819 

<210> 21 

<211> 549 

<212> DNA 

<213> Homo sapiens 



<400> 21 

atgatcttcc tcctgctaat gttgagcctg 
ttcacagtga cagtccctaa ggaactgtac 
gaatgcaact ttgacactgg aagtcatgtg 
aaggtggaaa atgatacatc cccacaccgt 
cccctaggga aggcctcgtt ccacatacct 
caatgcataa tcatctatgg ggtcgcctgg 
ggtcagatgg aacccaggac ccatccaact 
atcattgctt tcattttcat agccacagtg 
ctgtattctt caaaagacac aacaaaaaga 
agtgctatc 

<210> 22 

<211> 873 

<212> DNA 

<213> Homo sapiens 



gaattgcagc ttcaccagat agcagcttta 60 
ataatagagc atggcagcaa tgtgaccctg 120 
aaccttggag caataacagc cagtttgcaa 180 
gaaagagcca ctttgctgga ggagcagctg 2 40 
caagtccaag tgagggacga aggacagtac 3 00 
gactacaagt acctgactct gaaagtcaaa 360 
tggctgcttc acattttcat cccctcctgc 420 
atagccctaa gaaaacaact ctgtcaaaag 4 80 
cctgtcacca caacaaagag ggaagtgaac 540 

549 



<400> 22 

atgaggatat ttgctgtctt tatattcatg acctactggc atttgctgaa cgcatttact 60 
gtcacggttc ccaaggacct atatgtggta gagtatggta gcaatatgac aattgaatgc 12 0 
aaattcccag tagaaaaaca attagacctg gctgcactaa ttgtctattg ggaaatggag 180 
gataagaaca ttattcaatt tgtgcatgga gaggaagacc tgaaggttca gcatagtagc 24 0 
tacagacaga gggcccggct gttgaaggac cagctctccc tgggaaatgc tgcacttcag 3 00 
atcacagatg tgaaattgca ggatgcaggg gtgtaccgct gcatgatcag ctatggtggt 3 60 
gccgactaca agcgaattac tgtgaaagtc aatgccccat acaacaaaat caaccaaaga 420 
attttggttg tggatccagt cacctctgaa catgaactga catgtcaggc tgagggctac 4 80 
cccaaggccg aagtcatctg gacaagcagt gaccatcaag tcctgagtgg taagaccacc 540 
accaccaatt ccaagagaga ggagaagctt ttcaatgtga ccagcacact gagaatcaac 600 
acaacaacta atgagatttt ctactgcact tttaggagat tagatcctga ggaaaaccat 660 
acagctgaat tggtcatccc agaactacct ctggcacatc ctccaaatga aaggactcac 720 
ttggtaattc tgggagccat cttattatgc cttggtgtag cactgacatt catcttccgt 780 
ttaagaaaag ggagaatgat ggatgtgaaa aaatgtggca tccaagatac aaactcaaag 840 
aagcaaagtg atacacattt ggaggagacg taa 873 

<210> 23 
<211> 951 
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23 



<212> DNA 

<213> Homo sapiens 



<400> 23 

atgctgcgtc 

ctgtggttct 

ctggtgggca 

gcacagctca 

gagggccagg 

gcacagggca 

acctgcttcg 

ccctactcga 

gtgaccatca 

gggcagggtg 

ttgtttgatg 

ctggtgcgca 

cctatgacat 

gcactgctgg 

gagaatgcag 

cctctgaaac 



ggcggggcag 
gcctcacagg 
ccgatgccac 
acctcatctg 
accagggcag 
atgcatccct 
tgagcatccg 
agcccagcat 
cgtgctccag 
tgcccctgac 
tgcacagcgt 
accccgtgct 
tccccccaga 
tggccctggc 
gagctgagga 
actctgacag 



ccctggcatg 
agccctggag 
cctgtgctgc 
gcagctgaca 
cgcctatgcc 
gaggctgcag 
ggatttcggc 
gaccctggag 
ctaccagggc 
tggcaacgtg 
cctgcgggtg 
gcagcaggat 
ggccctgtgg 
tttcgtgtgc 
ccaggatggg 
caaagaagat 



ggtgtgcatg 

gtccaggtcc 
tccttctccc 
gacaccaaac 
aaccgcacgg 
cgcgtgcgtg 
agcgctgccg 
cccaacaagg 
taccctgagg 
accacgtcgc 
gtgctgggtg 
gcgcacggct 
gtgaccgtgg 
tggagaaaga 
gagggagaag 
gatggacaag 



tgggtgcagc 
ctgaagaccc 
ctgagcctgg 

a gc fc ggtgca 

ccctcttccc 
tggcggacga 
tcagcctgca 
acctgcggcc 
ctgaggtgtt 
agatggccaa 
caaatggcac 
ctgtcaccat 
ggctgtctgt 
tcaaacagag 
gctccaagac 
aaatagcctg 



cctgggagca 60 
agtggtggca 12 0 
cttcagcctg 180 
cagctttgct 240 
ggacctgctg 3 00 
gggcagcttc 3 60 

ggtggccgct 420 

aggggacacg 4 80 
ctggcaggat 54 0 
cgagcagggc 600 
ctacagctgc 660 
cacagggcag 720 
ctgtctcatt 780 
ctgtgaggag 840 
agccctgcag 900 
a 951 



<210> 24 
<211> 316 
<212> PRT 

<213> Homo sapiens 



<400> 24 



Met 


Leu 


Arg 


Arg 


Arg Gly 


Ser 


Pro 


Gly 


Met 


Gly 


Val 


His 


Val 


Gly Ala 


1 








5 










10 










15 




Ala 


Leu 


Gly Ala 


Leu 


Trp 


Phe 


C Y S 


Leu 


Thr 


Gly 


Ala 


Leu 


Glu 


Val 


Gin 








20 










25 










30 






Val 


Pro 


Glu 


Asp 


Pro 


Val 


Val 


Ala 


Leu 


Val 


Gly 


Thr 


Asp 


Ala 


Thr 


Leu 






35 










40 










45 








Cys 


Cys 


Ser 


Phe 


Ser 


Pro 


Glu 


Pro 


Gly 


Phe 


Ser 


Leu 


Ala 


Gin 


Leu 


Asn 




50 










55 










60 










Leu 


He 


Trp 


Gin 


Leu 


Thr 


Asp 


Thr 


Lys 


Gin 


Leu 


Val 


His 


Ser 


Phe 


Ala 


65 










70 










75 










80 


Glu Gly 


Gin 


Asp 


Gin Gly 


Ser 


Ala 


Tyr 


Ala 


Asn 


Arg 


Thr 


Ala 


Leu 


Phe 










85 










90 










95 




Pro 


Asp 


Leu 


Leu 


Ala 


Gin 


Gly 


Asn 


Ala 


Ser 


Leu 


Arg 


Leu 


Gin 


Arg 


Val 








100 










105 










110 






Arg 


Val 


Ala 


Asp 


Glu 


Gly 


Ser 


Phe 


Thr 


Cys 


Phe 


Val 


Ser 


He 


Arg 


Asp 






115 










120 










125 








Phe 


Gly 


Ser 


Ala 


Ala 


Val 


Ser 


Leu 


Gin 


Val 


Ala 


Ala 


Pro 


Tyr 


Ser 


Lys 




130 










135 










140 










Pro 


Ser 


Met 


Thr 


Leu 


Glu 


Pro 


Asn 


Lys 


Asp 


Leu 


Arg 


Pro 


Gly 


Asp 


Thr 


145 










150 










155 










160 


Val 


Thr 


He 


Thr 


Cys 


Ser 


Ser 


Tyr 


Arg 


Gly 


Tyr 


Pro 


Glu 


Ala 


Glu 


Val 










165 










170 










175 




Phe 


Trp 


Gin 


Asp 


Gly 


Gin 


Gly 


Val 


Pro 


Leu 


Thr 


Gly 


Asn 


Val 


Thr 


Thr 








180 










185 










190 






Ser 


Gin 


Met 


Ala 


Asn 


Glu 


Gin 


Gly 


Leu 


Phe 


Asp 


Val 


His 


Ser 


Val 


Leu 






195 










200 










205 








Arg 


Val 


Val 


Leu 


Gly Ala 


Asn 


Gly 


Thr 


Tyr 


Ser 


Cys 


Leu 


Val 


Arg 


Asn 




210 










215 










220 










Pro 


Val 


Leu 


Gin 


Gin 


Asp 


Ala 


His 


Gly 


Ser 


Val 


Thr 


He 


Thr 


Gly Gin 


225 










230 










235 










240 
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Pro Met Thr Phe 

Val Cys Leu lie 
260 

Lys lie Lys Gin 
275 

Asp Gly Glu Gly 
290 

Ser Asp Ser Lys 
305 



Pro Pro Glu Ala 
245 

Ala Leu Leu Val 

Ser Cys Glu Glu 
280 

Glu Gly Ser Lys 
295 

Glu Asp Asp Gly 
310 



Leu Trp Val Thr 
250 

Ala Leu Ala Phe 
265 

Glu Asn Ala Gly 

Thr Ala Leu Gin 
300 

Gin Glu lie Ala 
315 



Val Gly Leu Ser 
255 

Val Cys Trp Arg 
270 

Ala Glu Asp Gin 
285 

Pro Leu Lys His 



<210> 25 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 25 

ctcgaggaat tcgccgccat gatcttcctc ctgctaat 3 8 

<210> 26 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> This sequence is listed from 3' to 5'. 
<400> 26 

gggaagtgaa cagtgctatc gcggccgcaa aaaa 34 



<210> 27 

<211> 948 

<212> DNA 

<213> Mus musculus 



<400> 27 

atgcttcgag gatggggtgg ccccagtgtg ggtgtgtgtg tgcgcacagc gctgggggtg 60 
ctgtgcctct gcctcacagg agctgtggaa gtccaggtct ctgaagaccc cgtggtggcc 120 
ctggtggaca cggatgccac cctacgctgc tccttttccc cagagcctgg cttcagtctg 180 
gcacagctca acctcatctg gcagctgaca gacaccaaac agctggtgca cagcttcacg 240 
9 a 999 cc 999 accaaggcag tgcctactcc aaccgcacag cgctcttccc tgacctgttg 3 00 
gtgcaaggca atgcgtcctt gaggctgcag cgcgtccgag taaccgacga gggcagctac 3 60 
acctgctttg tgagcattca ggactttgac agcgctgctg ttagcctgca ggtggccgcc 42 0 
ccctactcga agcccagcat gaccctggag cccaacaagg acctacgtcc agggaacatg 4 80 
gtgaccatca cgtgctctag ctaccagggc tatccggagg ccgaggtgtt ctggaaggat 54 0 
ggacagggag tgcccttgac tggcaatgtg acatcccaga tggccaacga gcggggcttg 600 
ttcgatgttc acagcgtgct gagggtggtg ctgggtgcta acggcaccta cagctgcctg 660 
gtacgcaacc cggtgttgca gcaagatgct cacggctcag tcaccatcac agggcagccc 72 0 
ctgacattcc cccctgaggc tctgtgggta accgtggggc tctctgtctg tcttgtggta 780 



RTA0 1/2 1 07426v 1 



25 



ctactggtgg ccctggcttt cgtgtgctgg agaaagatca agcagagctg cgaggaggag 840 
aatgcaggtg ccaaggacca ggatggagat ggagaaggat ccaagacagc tctacggcct 900 
ctgaaaccct ctgaaaacaa agaagatgac ggacaagaaa ttgcttga 94 8 



<210> 28 

<211> 315 

<212> PRT 

<213> Mus musculus 



<400> 28 



Met 


Leu 


Arg Gly Trp 


Gly 


Gly 


Pro 


Ser 


Val 


Glv 


Val 


Cys 


Val 


Arg 


Thr 


1 








5 










10 










15 




Ala 


Leu 


Gly Val 


Leu 


Cys 


Leu 


Cys 


Leu 


Thr 


Glv 


Ala 


Val 


Glu 


Val 


Gin 








20 










25 










30 






Val 


Ser 


Glu Asp 


Pro 


Val 


Val 


Ala 


Leu 


Val 


Asp 


Thr 


Asp 


Ala 


Thr 


Leu 






35 










40 










45 








Arg 


Cys 


Ser 


Phe 


Ser 


Pro 


Glu 


Pro 


Glv 


Phe 


Ser 


Leu 


Ala 


Gin 


Leu 


Asn 




50 










55 










60 










Leu 


He 


Trp 


Gin 


Leu 


Thr 


Asp 


Thr 


Lys 


Gin 


Leu 


Val 


His 


Ser 


Phe 


Thr 


65 










70 










75 










80 


Glu Gly 


Arg Asp 


Gin 


Glv 


Ser 


Ala 


Tvr* 
j 


Ser 


Asn 




Thr 


Ala 


Leu 


Phe 










85 










90 










95 




Pro Asp 


Leu 


Leu 


Val 


Gin 


Gly 


Asn 


Ala 


Ser 


Leu 




Leu 


Gin Arg 


Val 








100 










105 










110 






Arg 


Val 


Thr Asp Glu 


Gly 


Ser 


Tvr 


Thr 


Cys 


Phe 


Val 


Ser 


He 


Gin 


Asp 






115 










120 










125 








Phe 


Asp 


Ser 


Ala 


Ala 


Val 


Ser 


Leu 


Gin 


Val 


Ala 


Ala 


Pro" 


Tyr 


Ser 


Lys 




130 










135 










140 










Pro 


Ser 


Met 


Thr 


Leu 


Glu 


Pro 


Asn 


Lys 


Asp 


Leu 


ni y 


Pro 


Gly Asn Met 


145 










150 










155 










160 


Val 


Thr 


He 


Thr 


Cys 


Ser 


Ser 


Tvr 


Gin 


Glv 


Tvr" 

Jr 


Pro 


Glu 


Ala 


Glu 


Val 










165 










170 










175 




Phe 


Trp 


Lys 


Asp 


Gly 


Gin 


Glv 


Val 


Pro 


Leu 


Thr 


Glv 


Asn 


Val 


Thr 


Ser 








180 










185 










190 






Gin 


Met 


Ala 


Asn 


Glu 


Arg 


Gly 


Leu 


Phe 


Asp 


Val 


His 


Ser 


Val 


Leu 


Arg 






195 










200 










205 








Val 


Val 


Leu 


Gly Ala 


Asn 


Gly 


Thr 


Tyr 


Ser 


Cys 


Leu 


Val 


Arg 


Asn 


Pro 




210 










215 










220 










Val 


Leu 


Gin 


Gin 


Asp 


Ala 


His 


Gly 


Ser 


Val 


Thr 


He 


Thr 


Gly Gin 


Pro 


225 










230 










235 










240 


Leu 


Thr 


Phe 


Pro 


Pro 


Glu 


Ala 


Leu 


Trp 


Val 


Thr 


Val 


Gly 


Leu 


Ser 


Val 










245 










250 










255 




Cys 


Leu 


Val 


Val 


Leu 


Leu 


Val 


Ala 


Leu 


Ala 


Phe 


Val 


Cys 


Trp 


Arg 


Lys 








260 










265 










270 






He 


Lys 


Gin 


Ser 


Cys 


Glu 


Glu 


Glu 


Asn 


Ala 


Gly 


Ala 


Lys 


Asp 


Gin 


Asp 






275 










280 










285 








Gly 


Asp 


Gly 


Glu 


Gly 


Ser 


Lys 


Thr 


Ala 


Leu 


Arg 


Pro 


Leu 


Lys 


Pro 


Ser 




290 










295 










300 










Glu 


Asn 


Lys 


Glu 


Asp 


Asp 


Gly 


Gin 


Glu 


He 


Ala 













305 310 315 



<210> 29 

<211> 322 

<212> PRT 

<213> Mus musculus 
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<400> 29 



Met 


Gin 


Leu 


Lys 


Cys 


Pro 


v-y s> 


Phe 


Val 


Ser 


Leu 


Gly 


Thr 


ZVrf* 
Ax?g 


Gin 


Pro 


1 








5 










10 










1 3 




Val 




Lys 


Lys 


Leu 


His 


Val 


Ser 


Ser 


Glv 


Phe 


Phe 


Ser 


Glv 
oiy 


Leu 


Gly 








20 










25 










3 v 






Leu 


Phe 


Leu 


Leu 


Leu 


Leu 


Ser 


Ser 


Leu 


Cvs 
v_y o 


Ala 


Ala 


Ser 


Ala 


Glu 


Thr 






35 




















*± 3 








Glu 


Val 


Gly Ala 


Met 


Val 


Glv 

vjr xy 


Ser 


Asn 


Val 


Val 


Leu 


Ser 


Cys 


He 


Asp 




50 










3 3 










O \J 










Pro 


His 


Arg 


Arg 


His 


Phe 


Asn 


Leu 


Ser 


Gly 


Leu 


Tvr 
xyi 


Val 


Tvr 
xyx 


Trn 
i rp 


Gin 


65 










70 










/ 3 










p n 
o u 


He 


Glu 


Asn 


Pro 


Glu 


Val 


Ser 


Val 


Thr 


xyi 


xyxr 


T 1 

uc u. 


riu 


Tvr 

iyr 


Lys 


OCX 










85 










90 










q c; 

3 




Pro Gly 


He 


Asn 


Val 


Asp 


Ser 


Ser 


Tvr 
xy x 


Lys 


Asn 


Arg 


Gly 


His 




Q £i y 
OC 1 








100 










105 
















Leu 


Asp 


Ser 


Met 


Lys 


Gin Gly Asn 


Phe 


Ser 


Leu 


Tvr 
xyi 


Leu 


Lys 


Asn 


Val 






115 










120 










1^3 








Thr 


Pro 


Gin Asp 


Thr 


Gin 


Glu 


php 

IT 11C 


Thr 


Cvs 


Ara 


Val 


Phe 


Met 


Asn 


Thr 




130 










135 










If* u 










Ala 


Thr 


Glu 


Leu 


Val 


jjy s 


lie 


Jj6U 


Glu 


Glu 


Val 


Val 


Arg 


UC Li 


t\ x y 


V CL 1 


145 










150 










X 3 3 










lbU 


Ala 


Ala 


Asn 


Phe 


Ser 


Thr 


Pro 


Val 


He 


Q <=i -f 
O G X 


X 11 X 


OCX 


Asp 


Coy 
OCX 




Asn 










-LOO 










i 7n 
x / u 










J- / 3 




Pro Gly 


Gin 


Glu 


A "TCI 


Thr 


Tyr 


Thr 


fvq 


Met 


Ser 


Xjy o 


Asn 


vji y 


ryr 


X' X U 








180 










lu J 










t on 






Glu 


Pro 


Asn 


Leu 


xy x 


Trp 


He 


Asn 


Thr 


Thr 


no uy 


Aon 


OCX 


Leu 


lie 
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